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Manolio, Nature Reviews. Genetics. 2013 

Pace of genome-wide association study publications since 2005 



Most GWAS identify an association between the disease trait and a surrogate marker (tag SNP) rather than a causal 

variant because SNP arrays were designed using SNPs chosen to capture LD structure rather than functional variants.  
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Krier et al. Genome Medicine (2016) 
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Reclassification of genetic-based risk predictions as GWAS data accumulate 

breast cancer (BrCa) 
prostate cancer (PrCa) 
diabetes mellitus type 2 (T2D) 
coronary heart disease (CHD). 

 Steady increase of SNPs associated with specific diseases 
 Average effect size per SNP generally decreased 
 Risk reclassification occurred for all four phenotypes from 2007 to 2013. 

Many individuals classified as Higher Risk at earlier time points were 
subsequently reclassified into a lower risk category. 
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Horizon 2020 
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